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One of the complexes is expressed in phototrophic culture and the other in respiratory one
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Search for genes encoding the complexes in C. aurantiucus genome
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First search for homologies in genomic databases
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HeHpporpamma MFI n MFlcc-onepoHoB

Dissimilatory nitrate reductases
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Dendrogram for subunit | of Cu-heme cytochrome(quinol) oxidases
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Dendrogram for large subunits of H2ases and NuoD
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